Key indicators: single-crystal X-ray study; T = 298 K; mean (S-N) = 0.003 Å; R factor = 0.024; wR factor = 0.064; data-to-parameter ratio = 13.5.
The crystal structure of the title compound, [Na(C 3 
Related literature
For related structures, see: Guo (2004) ; Wang et al. (2007) .
Experimental
Crystal data [Na(C 3 
Data collection
Siemens SMART CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Data collection: SMART (Siemens, 1996 ); cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. [[(3-methylsulfanyl-1,2,4-thiadiazole-5-thiolato) 
catena-Poly
In the title compound ( Fig.1) , each Na + ion has a six-coordinate environment formed by a S atom and a N atom of the 3-methylsulfanyl-1,2,4-thiadiazole-5-thiolate ligand, and four bridging water O atoms O1, O1A, O1B and O1C. The adjacent NaSNO 4 units share O1···O1A and O1B···O1C edges, producing chains running along the b axis (Fig. 2) . Similar chains were found in the crystal structure of sodium carboxynitrobenzoate tetrahydrate (Guo, 2004 (Wang et al., 2007) .
Experimental
To a solution of 3-methylmercapto-5-mercapto-1,2,4-thiadiazole (10 mmol) in 60 ml of doubly-distilled water, a solution of an equimolar amount (10 mmol) of sodium hydroxide in 40 ml of doubly-distilled water was added dropwise at room temperature. After vigorous stirring for 6 h, the resulting mixture was evaporated in vacuo to a volume of about 20 ml and filtered hot. The filtrate was then set aside for crystallization at room temperature. Two weeks later, colourless single crystals suitable for X-ray diffraction were obtained.
Refinement
H atoms of the water molecules were initially located a difference Fourier map and later refined using a riding model with O-H = 0.85Å and U iso (H) = 0.05 Å 2 . C-bound H atoms were positioned geometrically and treated as riding on their parent atoms with C-H = 0.96 Å and U iso (H) = 1.5U eq (C).
Figures Fig. 1 . The coordination environment around the Na + ion. Displacement ellipsoids are drawn at the 30% probability level. [Symmetry codes: 
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